I BRIEF HEAT TREATMENT I 

IN - • 

jo mi 



| TATA BOX 
B| HSE SEQUENCE 



HSF1 



000 000 



J| | I [""CYTOKINE GENE I 



Figure 1 



I TATA BOX 

HSE SEQUENCE 



| BRIEF HEAT TREATMENT | | LexA BIND. SITE 

(] LexAdHSFI 

i 



I | CYTOKINE GENE I 



Figure 2 
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Figure 3 
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• 0 CGGGCCCGT TGCA AGA TGGCGGCGGCC A TGCT5GGCCCCGGGGC TG TGTG TGCGCaGCGGGCGGCGGCGCGGCCCGG AAGGC TGGCGC 
'2 GGCGACGGCGT TAGCCCGGCCCTCGGCCCCTCT TTGC3GCCGCTCCCTCCGCCT A T TCCCTCCT TGCTCGAGCIBGa TC TGCCCG TQGGC 



19 CCCGGCGCGGCGGGGCCCa'GCAACGTC££ 

iT SW ^t B ^pyim s ai W MUJ g i m il MB ,„„, „ ., , , ^ r -«H-n ttUK v*a*lM*3. ^ si . 

109 TGGAGCCCGAGCGGGAACAGCTTCCACGTGTTCGACCAGGGCCAGrTTGCCAAG^G^^ 

occTgcTtwtgcggcagctwac^ 

ACGG A TC ^ ° " T °° T AAGA^ G A A A G T 0 A CCA G T G T G T CCA I^CC V | 'aag 

l'» ^^^a'cTtaT ^ 

*«• A^'t1^^£cTtg7^ 

JJ» AACAAGCTCATTCAGT TCCl^ATCTCACT^iGTGCAGTCA AACCGGA TCC TGGGGG TG^kG^^AAA^^^^^^CC^GATGC^GAAC^AC^G^r 

«" 2 s'ahs m p k y s p. a p s i s m v h o s g p y s a p s» * 

• «» GGC TCAGCACA TTCCA TGCCCAAGTA T AGCC5GCAGT TCTCCC TGGAGCACG TCCACGGC TCGGGCCCC TACTCGGCCCCCTCCCCAGCC 

J* r . r ssssuyAPOAVAssGPrrsoiTEUAPA?o 

7J9 T ACAGC AGCTCCAGCC TC T ACGCCCCTG A TGC TGTGGCCAGCTC TGGACCCA 7CA TCTCCGACA TCACCOAGCTGGC TCCTGCCAGCCCC 

J" •* *sPGGs:os«p*t$ssPLv«viceepp"spPrt 

• 19 A TGGCC TCCCCCGGCGGG AGCA TAGACGAGAGGCCCCTATCCAGCAGCCCCCTGG TGCGTGTCAAGGAGGAQCCCCCCaGCCCGCC TCAG 
JOT SPRVS6A3PGSPSSV0TULSPTALTDSTI o- 
9)9 AGCCCCCGGG T AG AGGAGGCGAGTCCCGGGCGCCCA TCTTCCGTGGACACCCTCT TGTCCCCGACCGCCCTCA T TGACTCC A TCC TGCGjG. 

6SePAPASVTALT0AflGMT0T6a«PP<! *B oa 
100 9 GAGAGTGAACCTGCCCCCGCCTCCGTCACAGCCCTCACSGACGCCAGGGGCCACACGGACACCGAGGGCCGGCCTCCCTCCCCCCCGCCC 



1 099 ACCTCC ACCCCTGA AA AG TGCC TCAGCGT AGCC TGCCJGG ACA AGA A TGAGCTCAG TQACCACTTGGA TGCT A TOGAC TCCAAC^ 

197 <3BlSS^SSSSS B^XSKdnSSBSM BSSaS ^BB3SBBBSSBi Eg ggHSEgE BBHBiaB BBBBBSSEB r u » « 

1 1*9 AACCTGCAGACCA TGC TG AGCAGCC ACGGCT TCAGCGTGGACACCaGTGCCCTGCTGGACCTGT TCAGCCCCTCGGTGACCG TGCCCG AC 

^'MSLPOUOSSLAStQ-gLLSPQEPPRPPeAe^ 
W79 ATaAGCCTGCCTGACCTTGACAGCAGCCTGGCCAGTATCCAAGAGCTCCTGTCTCCCCAGGAGCCCCCCAGGCCTCCCGlGGCAGAGAAC 

«S7 S S P 0 S G K 0 UV HY TaQplplLOPGSVD r r 5 
1309 AGC AGCCCGGA T TH223SEBBCAGC TGGTGC ACT ACACAGCGC AGCCGC TG T TCCTGCTGGACCCCGGC TCCGTGGaC ACCGGGAGC A AC 

4 «'Ol.PVLFElGEGSYFSeG0aPAeOPTT«i i t 
. MS9 GACCTGCCGGTGCTGTT TGAGCTGGGAGAGGGCTCC T ACT TC TCCGA AGGGGACGGCTTCGCCGAGGACCCC ACCA TCTCCCTGCTGaCA 

JtrGSEPPKAKOPTVS' 
U<9 GGCTCGGAGCCTCCCAAAGCCAAGGACCCCACTGTCTCCIEB*GGCCCCGGAGGAGCTGGGCCAGCCGCCCACCCCCACCCCCAGTGCAG 
1«J9 GGC TGGTC T TGGGGAGGCAGGGCAGCCTCGC5GTC TTGGGCACTGG TGGG TCGGCCGCCA T AGCCCC AG T AGGACA A ACGGGC TCGGG TC 
17J9 TGGGCAGCACCTCTGGTCaGGAGGGTCACCC TGGCCTGCCaG TCTGCCT TCCCCCA ACCCCG TGTCCTGTGGTTTGGTTGGGGCTTCACA 
«»19 GCCACACCTGGACTGACCCTGCAGGTTGTTCATAGTCAGAATTGTArTTTGGArTTTTACACAACTGTCCCGTTCCCCGCTCCACAGAGA 
1 90 9 TACACAGATATATACACACAGTGGATGGACjGACAAGACAGGCAGAGATCTATAAACAGACAGGCTCTAAAAAAAAAAAAAAAAAAAA 



Figure 5 



